Infections due to Pseudomonas aeruginosa continue to be a problem in some hospitals. Laboratories may need to establish and maintain methods by which the spread of specific strains of epidemic bacteria in the hospital can be documented. Currently, procedures used for epidemiological tracing of P. aeruginosa include phage susceptibility (4) , pyocin production and/or pyocin susceptibility (9) , serotyping (5), or a combination of these methods (1, 3) . The use of biochemical markers for P. aeruginosa have not been successful and generally cannot be correlated with any of the above-mentioned techniques (8) .
In certain situations, an antibiogram might be the only practical means by which a small laboratory can attempt to compare the relatedness of strains with otherwise identical biochemical characteristics (2) . This report describes the use of antibiograms supplemented with serological typing in tracing the spread of a particular strain of P. aeruginosa among burned children.
The patient population consisted of male and female children ranging in age from 1 to 14 years of age who were admitted for intensive care of second-and third-degree burns. P. aeruginosa was isolated and identified by methods previously described (6, 7 strain A were > 250 Asg/ml. The strain was isolated eventually from 19 of 51 acutely burned children and was particularly common in urine specimens (Table 1) . Seven patients had urine counts > 105/ml, but urine specimens obtained from these patients by bladder aspiration were sterile. All other isolates of P. aeruginosa formed a heterogenous group called group B, were susceptible to gentamicin and carbenicillin, and varied in susceptibility to sulfonamides and kanamycin ( Table 2 ). The group B strains represented a mixture of "O" groups consisting of immunotypes 1 (38%), 2 (32%), 3 (18%), and 7 (12%).
Despite the potential threat which strain A represented had it caused septicemia, no such systemic infections occurred. Strain A was isolated from children at a much lower rate than the group B strains (Fig. 1) 
